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<400> 1 

gattatgttg gggggtcggc gtgtgacaga aacaccgaag ggaagggggc agaagacttc 60 

aagccccctc tttcctagcc tggacaggta tcttggcctc agctgtcctt gaagtcacca 120 

tggcgtggtc cccaccagcc accctctttc tgttcctgct gctgctaggc cagccccctc 180 

ccagcaggcc acagtcactg ggcaccacta agctccggct ggtgggccca gagagcaagc 24 0 

cagaggaggg ccgcctggag gtgctgcacc agggccagtg gggcaccgtg tgtgatgaca 3 00 

actttgctat ccaggaggcc acagtggctt gccgccagct gggcttcgaa gctgccttga 360 

cctgggccca cagtgccaag tacggccaag gggagggacc catctggctg gacaatgtgc 42 0 

gctgtgtggg cacagagagc tccttggacc agtgcgggtc taatggctgg ggagtcagtg 480 

actgcagtca ctcagaagac gtaggggtga tatgccaccc ccggcgccat cgtggctacc 540 

tttctgaaac tgtctccaat gcccttgggc cccagggccg gcggctggag gaggtgcggc 600 

tcaagcccat ccttgccagt gccaagcagc atagcccagt gaccgaggga gccgtggagg 660 

tgaagtatga gggccactgg cggcaggtgt gtgaccaggg ctggaccatg aacaacagca 72 0 

999^99^9^9 cgggatgctg ggcttcccca gcgaggtgcc tgtcgacagc cactactaca 780 



ggaaagtctg ggatctgaag atgagggacc ctaagtctag gctgaagagc ctgacgaata 84 0 

agaactcctt ctggatccac caggtcacct gcctggggac agagccccac atggccaact 900 

gccaggtgca ggtggctcca gcccggggca agctgcggcc agcctgccca ggtggcatgc 960 

atgctgtggt cagctgtgtg gcagggcctc acttccgccc accgaagaca aagccacaac 1020 

gcaaagggtc ctgggcagag gagccgaggg tgcgcctgcg ctccggggcc caggtgggcg 1080 

agggccgggt ggaagtgctc atgaaccgcc agtggggcac ggtctgtgac cacaggtgga 1140 

acctcatctc tgccagtgtc gtgtgtcgtc agctgggctt tggctctgct cgggaggccc 12 00 

tctttggggc ccggctgggc caagggctag ggcccatcca cctgagtgag gtgcgctgca 1260 

ggggatatga gcggaccctc agcgactgcc ctgccctgga agggtcccag aatggttgcc 132 0 

aacatgagaa tgctgctgct gtcaggtgca atgtccctaa catgggcttt cagaatcagg 1380 

tgcgcttggc tggtgggcgt atccctgagg aggggctatt ggaggtgcag gtggaggtga 144 0 

acggggtccc acgctggggg agcgtgtgca gtgaaaactg ggggctcacc gaagccatgg 1500 

tggcctgccg acagctcggc ctgggttttg ccatccatgc ctacaaggaa acctggttct 156 0 

ggtcggggac gccaagggcc caggaggtgg tgatgagtgg ggtgcgctgc tcaggcacag 162 0 

agctggccct gcagcagtgc cagaggcacg ggccggtgca ctgctcccac ggtggcgggc 168 0 

gcttcctggc tggagtctcc tgcatggaca gtgcaccaga cctggtgatg aacgcccagc 1740 

tagtgcagga gacggcctac ttggaggacc gcccgctcag ccagctgtat tgtgcccacg 1800 

aggagaactg cctctccaag tctgcggatc acatggactg gccctacgga taccgccgcc 1860 

tagjtgcgctt ctccacacag atctacaatc tgggccggac tgactttcgt ccaaagactg 192 0 

gaggcgatag ctgggtttgg caccagtgcc acaggcatta ccacagcatt gaggtcttca 198 0 

ccgjactacga cctcctcact ctcaatggct ccaaggtggc tgaggggcac aaggccagct 2040 

tdtgtctgga ggacacaaac tgccccacag gactgcagcg gcgctacgca tgtgccaact 2100 

tt#gagaaca gggagtgact gtaggctgct gggacaccta ccggcatgac attgattgcc 2160 

agfijgggtgga tatcacagat gtgggccccg ggaattatat cttccaggtg attgtgaacc 2220 

cc#actatga agtggcagag tcagatttct ccaacaatat gctgcagtgc cgctgcaagt 2280 

atiljktgggca ccgggtctgg ctgcacaact gccacacagg gaattcatac ccagccaatg 2340 

catjaactctc cctggagcag gaacagcgtc tcaggaacaa cctcatctga agctgtcact 2400 

gdgcactcct agctgctgcc gatacaccag atacctcagc ttattggagc catgcccttc 2460 

aoMgagtccc aactcagagg aaaagggcca gtgccaaggg gcaccaagaa cctgctcagg 252 0 

a^'ffccttttg atggcaagat caccaatcca gatggtattg ctccctcagg atggctctgg 2580 

gqgtgcccct aagggcctgt ggcctatgga atatgtcctc caggctttgc tcagctgagc 2640 

t^tcttctg taaggaaacc cagtcatccc tgaatcttgc cacagagatc cgggattcag 2700 

gif§ctctcag tttcttaggg atggactatg gcccagtccc ccatctaagt ggtgctttgc 2760 

aaatgtcttg gaggagtata ggacagagga ccaaaataca cagcaggtag tgttagctct 2 82 0 

ctgctaggag ctcaaagcaa cacaacttgt atcaaaatca caactggcag agaagctggt 2880 

ggatccaatc ctttcttcat ctgttgttat ttagaactca cctctcacac tctgttcttt 2940 

agtgtcctta cctttatctt accacacaca tgggtgtttc tattatcctt ggaagcacag 3000 

acctcgggca tccccttatt gcctgatggg ccaacaccaa cagttacgga gtgcttgaga 3060 

aggggcaagt ttcacagaaa tggccagata gggccttcct acagagcagc aagagtaggc 312 0 

caagcagaaa gactgctgag gtaacacgga ccccagcccc tgtcagggcc tctgccaagg 318 0 

aaataatatg gaccatttac ctggcaggca gtctgctctc tctcaggatc accacgcatc 3240 

tcaggattgg tctaaacttc aagtctcaac caagtgtctg aagtgaactt tgcattgaat 3300 

aaatttttgc catggaaaga acatcaaaca agccactcat ctctacagag ataagaaaac 3360 

aagtttggca gagcaagaga cagaagaccg tggagaaatc agaaggggga acagtcagtt 342 0 

tagttaagga tggaacctgg gaaaggccac cattcctgct tgatggggct ctgatttgct 3480 

cttgctcaag tggaataaaa ccccatggtc ttcttgacat gattcttgat cttttctcca 3540 

ctgagacaca cttaagtgat gatccttaca ggactgacac cctaatgcca ataaaagttg 3600 

ctcattatgg actgct 3616 
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